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Table 1: NHGRI Repository Population Samples

Background

The NHGRI Sample Repository for Human Genetic Research (NHGRI Repository)
housed at the Coriell Institute for Medical Research, facilitates studies of human
genetic and genomic variation by establishing, characterizing and distributing a large
(over 3,700) and diverse publicly available collection of renewable biospecimens
obtained from human populations living around the world, including biospecimens
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Figure 2. Search by pharmcogene to to return an interactive table of each
sample, star allele diplotype, subject population affiliation, and genotype

Figure 1. Search up to 100 rsids to return an interactive table of each that can be filtered or exported to an Excel file.

sample, subject population affiliation, and genotype that can be filtered or
exported to an Excel file.
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